Additional File 2: Mass Spectrometry Data for Pyk2 Complexes in U373

For each Pyk2 associated protein, spectral hits are shown for each unique peptide over the timecourse of stimulation. Total spectral hits per peptide are
shown to the right of the timecourse for each condition. Total peptides and spectral hits for each timepoint are shownbelow the list of peptides for each
protein
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Condition Pyk2 Pyk2 Total |US28&Pvk2 US28&Pyk2 Total |
Description i ce 0 5 10 15 30 60 0 5 10 15 30 60]|Min post-stimulation
TFG Protein TFG K.AQOLGEDIRR.I 1 2
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K.LLSNDEVTIK.Y
K.NVMSAFGLTDDQVSGPPSAPAEDR.S
R.GKLLSNDEVTIK.Y 1 1
R.NRPPFGQGYTQPGPGYR.- 4 2 25
R.RIPIHNEDITYDELVLMMQR.V 2
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TFG Protein TFG Totals:
Unique Peptides 6 5 4 2 6

IGL@ IGL@ protein K.AAPSVTLFPPSSEELOANK.A
K.AAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWK.A 2
K.ADSSPVKAGVETTTPSK.Q 1 1 1 3 1
K.AGVETTKPSK.Q 101
K.AGVETTTPSK.Q
K.QSNNKYAASSYLSLTPEQWK.S 3
K.VTVLGQPK.A 1
K.YAASSYLSLTPEQWK.S 1 1
R.SYSCQVTHEGSTVEK.T 2
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IGL@ IGL@ protein Totals:
Uniaue Peptides 9 5 2 7 2 6 3 25| 6 7 2 7 4

HSPA9 Stress-70 protein. mitochondrial K.DAGOISGLNVLR.V 1
K.NAVITVPAYFNDSQR.Q 1 1 1
K.VQQTVQDLFGR.A 1
R.AQFEGIVTDLIRR 1 2 1
RKDSETGENIR.Q 1
R.QAASSLQQASLK.L 1
R.QAVTNPNNTFYATK.R 1
R.TTPSVVAFTADGER.L 1 11 3 1
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HSPA9 Stress-70 protein, mitochondrial Totals:
Unique Peptides

ACTAZ Actin. aortic smooth muscle K.AGFAGDDAPR.A 1
K.DLYANNVLSGGTTMYPGIADR.M
K.DSYVGDEAQSK.R
K.DSYVGDEAQSKR.G
K.EITALAPSTMK.I 1 1
KJIWHHSFYNELR.V
K.QEYDEAGPSIVHR.K
K.YPIEHGITNWDDMEK.I
R.AVFPSIVGRPR.H 1 1 T 5
R.GYSFVTTAER.E
R.KDLYANNVLSGGTTMYPGIADR.M
R.MQKEITALAPSTMK.I
R.TTGIVLDSGDGVTHNVPIYEGYALPHAIMR.L
R.VAPEEHPTLLTEAPLNPK.A

oo
o3
N
o

NI

S NI N Ry N NR NN N
W ANNOW =N == oo

ACTA2 Actin, aortic smooth muscle Totals:
Unique Peptides 14 1 1 1.3 2
NAT10 N-acetvitransferase 10 [R.GDDEEWNEVLNKAGPNASIISLKSDKK.R 1 2 1
NAT10 N-acetyltransferase 10 Totals:
Unique Peptides 1 1 2 1 4 2 2
INTS6 Isoform 1 of Intearator complex subunit 6 [K.IESDRVIGSVG.K 1 111
INTS6 Isoform 1 of Integrator complex subunit 6
Totals:
Unique Peptides 1 1 11 1
HISTTH1B Histone H1.5 K.ALAAGGYDVEK.N 1
K.ALAAGGYDVEKNNSR.I 1
R.KATGPPVSELITK.A 2 1
R.NGLSLAALKK.A 1
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HIST1H1B Histone H1.5 Totals:

Uniaue Peptides 4 4 2 6

NFKB1 Isoform 2 of Nuclear factor NF-kappa-B p105

subunit R.RLEPVVSDAIYDSK.A 1 1 11 4 11 1 3

NFKBT Isoform 2 of Nuclear factor NF-kappa-8 p105

subunit Totals:

Unique Peptides 1 1 1 11 4 11 1

HSPAS HSPAS protein K.NOLTSNPENTVFDAK.R 1
K.SQIFSTASDNQPTVTIK.V

K.TKPYIQVDIGGGQTK.T

K.VTHAVVTVPAYFNDAQR.Q

K.VYEGERPLTK.D 1T 2 1

R.GVPQIEVTFEIDVNGILR.V

R.TPSYVAFTPEGER.L 1 1 12

R.NELESYAYSLK.N 1

R.TWNDPSVQQDIK.F 11 2 1 11
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HSPAS HSPAS protein Totals:

Unique Peptides 9 3 2 S 2 4 10 7 23

HSPA8 Isoform 1 of Heat shock cognate 71 kDa
protein

K.NSLESYAFNMK.A 1
R.TTPSYVAFTDTER.L 1 1 2 1 2 1 4

HSPAB8 Isoform 1 of Heat shock cognate 71 kDa

protein Totals:

Uniaue Peptides 2 1

TCF4 Isoform SEF2-1A of Transcription factor 4 [R.SRSSNNDDEDLTPEOKAEREK.E
TCF4 Isoform SEF2-1A of Transcription factor 4
Totals:

Unique Peptides 1 2 2 12 3

PVRL3 Isoform 1 of Poliovirus receptor-related protein
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Q.DELDSYPDSVK.K 3 1 4 2 2 3 1 8

PVRL3 Isoform 1 of Poliovirus receptor-related protein
3 Totals:
Uniaue Peptides 1 3 1 4] 2 2 3 1 8
MLLT6 Protein AF-17 [6.SMGGGGSGFISGRRSR.S 1 1 11 1 3
MLLT6 Protein AF-17 Totals:
Unique Peptides 1 1 1 11 1 3

RTELT Isoform 4 of Regulator of telomere elongation
helicase 1 ‘R.AQPVLDPTGNFPDA\ DQLCGST.S 1 1 2 2
RTEL1 Isoform 4 of Regulator of telomere elongation
helicase 1 Totals:
Uniaue Peptides 1 1 1 2 2
MYL6B Mvosin light chain 6B ‘K.\LYSOCGD\/MR.A
R.ALGONPTNAEVLK.V. 11 2 3 1 1 1 1
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MYL6B Myosin light chain 6B Totals:
Uniaue Peptides 2 11 2

ACTB Actin. cvtoplasmic 1 E.TFNTPAMYVAIOAVLSLYASGR.T
K.DLYANTVLSGGTTMYPGIADR.M
K.MTQIMFETFNTPAMYVAIQAVLSLYASGR.T
K.QEYDESGPSIVHR.K
K.YSVWIGGSILASLSTFQQMWISKQEYDESGPSIVHR.K
R.FRCPEALFQPSFLGMESCGIHETTFNSIMK.C
R.GYSFTTTAER.E
R.KDLYANTVLSGGTTMYPGIADR.M
R.KYSVWIGGSILASLSTFQQMWISKQEYDESGPSIVHR.K
R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L
R.VAPEEHPVLLTEAPLNPK.A 1 1

(SRR Y NI NN IS
Ow—=rNs == o

ACTB Actin, cytoplasmic 1 Totals:

Uniaue Peptides 11 1 1
MYH9 Isoform 1 of Myosin-9 K. AKOTLENERGELANEVK.V
K.ALELDSNLYR.I
K.ANLQIDQINTDLNLER.S
K.DDVGKSVHELEK.S
K.DFSALESQLQDTQELLQEENR.Q
K.DFSALESQLQDTQELLQEENRQK.L
K.DLEGLSQRH
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Additional File 1: Mass Spectrometry Data For Pyk2 Complexes in U373
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K.FDQLLAEEK.T
K.HEAMITDLEER.L
K.HSQAVEELAEQLEQTK.R
K.HSQAVEELAEQLEQTKR.V
K.JAQLEEQLDNETK.E
KJAQLEEQLDNETKER.Q
K.KANLQIDQINTDLNLER.S
K.KFDQLLAEEK.T
K.KRHEMPPHIYAITDTAYR.S
K.KVEAQLQELQVK.F
K.LKNKHEAMITDLEER.L
K.LKSMEAEMIQLQEELAAAER A
K.LQKDLEGLSQR.H
K.LQVELDNVTGLLSQSDSK.S
K.LRLEVNLQAMK.A
K.LTKDFSALESQLQDTQELLQEENR.Q
K.LTKDFSALESQLQDTQELLQEENRQK.L
K.MQQNIQELEEQLEEEESAR.Q
K.NFINNPLAQADWAAK.K
K.NKHEAMITDLEER.L
K.NMDPLNDNIATLLHQSSDKFVSELWKDVDR.I
K.QKKFDQLLAEEK.T
K.QTLENERGELANEVK.V
K.RDLGEELEALKTELEDTLDSTAAQQELR.S
K.RQAQQERDELADEIANSSGK.G
K.RQLEEAEEEAQR.A
K.RQLEEAEEEAQRANASR.R
K.SMEAEMIQLQEELAAAER.A
K.TDLLLEPYNK.Y
K.TQLEELEDELQATEDAK.L
K.VAAYDKLEK.T

K.VGRDYVQK.A

K.VKVNKDDIQK.M
K.VSHLLGINVTDFTR.G
K.YLYVDKNFINNPLAQADWAAK.K
R.ALEEAMEQK.A

R.ALEEAMEQKAELER.L
R.ALEQQVEEMKTQLEELEDELQATEDAK.L
R.ALEQQVEEMKTQLEELEDELQATEDAKLR.L
R.ALEQQVEEMKTQLEELEDELQATEDAKLRLEVNLQAMK.A
R.ASREEILAQAKENEK K
R.ASREEILAQAKENEKK.L
R.DLGEELEALKTELEDTLDSTAAQQELR.S
R.DLQGRDEQSEEKKK.Q
R.EEILAQAKENEK.K
R.ELEDATETADAMNR.E
R.EMEAELEDERK.Q

REVSSLKNK.L
R.FLSNGHVTIPGQQDKDMFQETMEAMR.|
RHEMPPHIYAITDTAYR.S
R.JAQLEEELEEEQGNTELINDR.L
RJAQLEEELEEEQGNTELINDRLK.K
R.IGLDQVAGMSETALPGAFK.T
RINFDVNGYIVGANIETYLLEK.S
R.KKVEAQLQELQVK.F
RKLEGDSTDLSDQIAELQAQIAELKMQLAKKEEELQAALAR.V
R.LEVNLQAMK.A
R.LQQELDDLLVDLDHQR.Q
R.NTDQASMPDNTAAQK.V
R.QAQQERDELADEIANSSGK.G
R.QAQQERDELADEIANSSGKGALALEEK.R
R.QKHSQAVEELAEQLEQTK.R
R.QKHSQAVEELAEQLEQTKR.V
R.QLEEAEEEAQR.A

R.TEMEDLMSSK.D
R.TEMEDLMSSKDDVGK.S
R.TFHIFYYLLSGAGEHLK.T

R TFHIFYYLLSGAGEHLKTDLLLEPYNK.Y
R.TFHIFYYLLSGAGEHLKTDLLLEPYNKYR.F
R.TVGQLYKEQLAK.L
R.VISGVLQLGNIVFK K
R.VISGVLQLGNIVFKK.E
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NYHD soform 1 of Nyosin-d Totals:
LUiniense Pansticles 79 176 1 5 2 7 191
MYLGB;MYLG Isoform Non-muscle of Myosin light
polvoentide 6 K.DQGTYEDYVEGLR.V 2 2
K.NKDQGTYEDYVEGLR.V 4 4
K.VLDFEHFLPMLQTVAK.N 4 1 2 1 3 1
NYLSBMYLS Isofoni Non-musele of Myosin Ight
6 Totaln
Liniense Rantivies 8 0 1 2 1 3 17
ACTAT Actin. aloha skeletal muscle K.DLYANNVMSGGTTMYPGIADR.M 3 3
KIWHHTFYNELR.V 1 1 2
K.YPIEHGITNWDDMEKIWHHTFYNELR.V 8 1 9
R.KDLYANNVMSGGTTMYPGIADR.M 2 2
/ACTA1 Astin, eipha clnietal uscle Totsl:
Uslous Pantides 4 14 1 1 16
TPM1 tropomvosin 1 alpha chain isoform 2 K.AEADVASLNR.R 1 1
K.LDKENALDRAEQAEADKKAAEDR.S 2 2
K.LEEAEKAADESER.G 2 2
K.SIDDLEEK.V 1 1
K.VAHAKEENLSMHQMLDQTLLELNNM.- 1 1
R.IQLVEEELDR.A 3 1 4
RIQLVEEELDRAQER.L 1 1
RKLVIESDLER.A 1 1
RLATALQKLEEAEK.A 1 1
R.LATALQKLEEAEKAADESER.G 2 2
R.RIQLVEEELDR.A 1 1
TPN1 troposgyosia 1 sipha chain lsoform 2 Totals:
Unioue Pantides 11 16 1 17
MGC42105 Serine/threonine-protein kinase NIM1 [V.PVMMLPDPKERDLKK.G 1 1
NECAZ106 Seriae/threcalae-protein iaess
Unlewse Parstides 1 1 1
USP6 Oncoaene [Y.KHSSKLIDRVYK.G 1 1
USPS Oncogene Totals:
Unious Pantides 1 1 1

[V.PSPTRNMAPSOOSPVR.T

ABI2 Isoform 1 of Abl interactor 2
A2 isoform 1

of Abl Interector 2 Totsls
Unionsa

CPNES Copine-5

1
[LITDGVISDMAQTKEAIVNAAKLPMS.I

CPNES Copine-S Totalx:
Uininsn Paxstiden




